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EXAMINER'S AMENDMENT 

1 An Examinees Amendment to the record appears below. Should the changes 
and/or additions be unacceptable to applicant an amendment. may be filed as provided 
by 37 C.F.R.. 1.312. To ensure consideration of such an amendment, it MUST be 
submitted no later than the payment of the Issue Fee. 

2. The Amendment filed March 20, 2006 in response to the Office Action of 
December 1 9, 2005 is acknowledged and has been entered. Previously pending claims 
1-39 are canceled and claims 4CM5 are added. Claims 4045 are currently under 
prosecution. 

3. The application has been amended as follows: 

Claim 40 was amended as follows: after "encoded by the" the phrase "cDNAs" 
was deleted and the phrase -cDNA- was substituted. 

i Claim J^Was amended as follows: after "polynucleotide which is" the phrase 
"fully complementary to a polynucleotide 0 was deleted and the phrase - the complete 
complement of the polynucleotide of (a), (b), (p) or (d) - was substituted 

4. Authorization for this Examiner's Amendment was given in a telephone interview 
with Barrie Greene on June 5, 2006, 

5. Any comments considered necessary by applicant must be submitted no later 
than the payment of the Issue Fee and, to avoid processing delays, should preferably 
accompany the Issue Fee. Such submissions should be clearly labeled "Comments on 
Statement of Reasons for Allowance." 

6. Any inquiry concerning this communication or earlier communications from the 
examiner should be directed to Catherine Joyce whose telephone number is (571 ) 272- 
33*21- The examiner can normally be reached on Monday through Friday from 10.00 
am to 6:30 pm. 
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in FIG. 1 IB. Such polypeptides of the invention exhibit properties of a STEAP protein, such as 
the ability to elicit the generation of antibodies which specifically bind an epitope associated 
with a STEAP protein. Polypeptides comprising amino acid sequences which are unique to a 
particular STEAP protein (relative to other STEAP proteins) may be used to generate antibodies 
which will specifically react with that particular STEAP protein. For example, referring to the 
amino acid alignment of the STEAP- 1 and STEAP-2 structures shown in FIG. 1 1 A, the skilled 
artisan will readily appreciate that each molecule contains stretches of sequence unique to its 
structure. These unique stretches can be used to generate STEAP- 1 or STEAP-2 specific 
antibodies. 

Please amend the paragraph starting on Page 37, line 25 of the specification as follows: 

Normalization of the first strand cDNAs from multiple tissues was performed by using 
the primers 5 , atatcgccgcgctcgtcgtcgacaa3 f (SEP ID NO: 30) and 5'agccacacgcagctcattgtagaagg3' 
(SEP ID NO: 31) to amplify /3-actin. First strand cDNA (5 /xl) was amplified in a total volume 
of 50 /xl containing 0.4 /xM primers, 0.2 /xM each dNTPs, iXPCR buffer (Clontech, 10 mM Tris- 
HCL, 1.5 mM MgCl.sub.2, 50 mM KC1, pH8.3) and IX Klentaq DNA polymerase (Clontech). 
Five pi of the PCR reaction was removed at 18, 20, and 22 cycles and used for agarose gel 
electrophoresis. PCR was performed using an MJ Research thermal cycler under the following 
conditions: initial denaturation was at 94°C for 15 sec, followed by a 18, 20, and 22 cycles of 
94°C for 15, 65°C for 2 min, 72 °C for 5 sec. A final extension at 72°C was carried out for 2 
min. After agarose gel electrophoresis, the band intensities of the 283 bp /3-actin bands from 
multiple tissues were compared by visual inspection. Dilution factors for the first strand cDNAs 
were calculated to result in equal /3-actin band intensities in all tissues after 22 cycles of PCR. 
Three rounds of normalization were required to achieve equal band intensities in all tissues after 
22 cycles of PCR. 

Please amend the paragraph starting on Page 41, line j/of the specification as follows: 

A 15 mer peptide corresponding to amino acid residues 14 through 28 of the STEAP- 1 
amino acid sequence as shown in FIG. 1 A (WKMKPRRNLEEDDYL) (SEQIDNO: 2) (SEQ ID 
NP: 37) was synthesized and used to immunize sheep for the generation of sheep polyclonal 
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